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Data 1. $2H{ DNA HIFEIE K 4iE

ISOPLANT phenol/chloroform 2
yeild (pg/g) A260/280 yeild (pg/g) AA260/280
Anabaena variabilis 125-500 1.8 60-500 1.7
Bacillus amyloliquefaciens 250-500 1.8 1000 1.8
Bacillus subtilis 100 1.8 - -
Escherichia coli 125-500 1.8 250 1.8
Haemophilus influenzae 250-1000 1.8 250 1.7
Nocardia corallina 125 1.8 125 1.7
Pseudomonas aeruginosa 80-125 1.8 - -
Staphylococcus aureus 125 1.9 125 1.7
Streptomyces phaeochromogenes 500 1.7 250 1.7
Thermus aquaticus 500 1.8 500 1.7
Xanthomonas holcicola 100 1.8 500 1.7
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Data 3. 32E{ DNA ] PCR

lane 1: Escherichia coli JM109

lane 2: Staphylococcus aureus 3A
lane 3: Pseudomonas aeruginosa

a: intact
b: EcoR | digest
c: Hind 1l digest

M: Marker 6 (A Sty | digest)

FGPLICH ) DNA 7 Ak, #1471 tobacco ribulose-1,5-diphosphate carboxylase large subunit gene (15 [423t17 PCR, , 3G S PEY 18 4417 .

lane 3: Bacillus subtilis

lane 1: Escherichia coli JM109
lane 2: Bacillus amyloliquefaciens

lane 4: Staphylococcus aureus 3A
M: Marker 6 (A/ Sty | digest)



